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User Guide
Kilo Base (S3) Cartridge Kit (C105106/C105206/C105806)

A. Specifications

Specification Description

DNA Sizing Range 20-60,000 bp

DNA Detection Range 20-165,000 bp
L.0.D 0.1 ng/uL
Resolution* 10-50 bp
Sample Number 200 runs
Shelf Life 6 months

*Best resolution is determined by the 15-622 DNA Size Marker (C109200).

B. Kit Components and Storage Conditions

Item Storage Condition
Standard Cartridge

4-27°C (Do Not Freeze)
(C105106/C105206/C105806)

20-1,000 bp Alignment Marker Short-Term (< 6 months): 4-27°C
(C109100-500A, 100 pL) Long-Term (> 6 months): -20°C
Separation Buffer

4-27°C

(C104406, 50mL/C104403, 250mL)

Dilution Buffer

4-27°C

(C104405, 15mL/C104402, 50mL)

Mineral Oil

4-27°C

(C104404, 8mL/C104401, 25mL)

C. Cartridge Unpacking Preparation
New cartridge must pass HV check and calibration before use.
Please follow unpacking guide to unpack and use C109100-500A

Alignment to do calibration.

D. Buffer and Marker Preparation
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E. Sample Preparation

Sample Volume Requirements

0.2 mL Tube: 20 pL Micro Vial (C104250): 2 uL

0.1 mL Tube: 10 pL 16+3-Well Tube (C104254): 10 uL

Recommended Sample Concentration

Best Detection Range: 2.5-50 ng/ul

*NOTE: If sample concentration is over 50 ng/ul , dilute sample 10X with
1X dilution buffer. If sample concentration is between 2.5 to 50 ng/ul,
dilute sample 10X with 0.1X dilution buffer.

*NOTE: If sample is eluted in water, add dilution buffer to make the

sample into 0.2X or 0.1X dilution buffer condition.

E-1. Sample size range from 20 bp to 15,000 bp

Marker required:
20 bp-15,000 bp Alignment Marker (C109110): 20 pl
100 bp-10,000 bp Size Marker (C109400): 20 pl

E-2. Sample size range from 20 bp to 165,000 bp
Markers required:
20 bp-1,000 bp Alignment Marker (C109100): 20 pl

500 bp-23,000 bp Size Marker (C109700): 20 pl
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F. Software Operation

File Edt Tool View Window Settings Language Help
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Project Information
A A User Type Basic b 1] a
Unlatch

.-.] Project Directory D:\Q-Analyzer_for_Qsep100\Result230418
Results Cartridge Information I
~ Cartridge Number ~ $3-0-230110-1
N “‘ Expiration Date
// Runs Left 188 f

Last Run Date 2023-Mar-23
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Description Kilobase cartridge L [+]
sgquence| Assay |
Open | Save I Save As I
Add
SN Samels Method Sempls Runs Separaton Result Name Para —,
Position Duration Duration
Toot Insert [
1 A01 DNA-2KV 10 1 1260
| P None = [2 Delete

1 2 3 4 5 6 7

EEL

00:22 oxo\owo‘o\o\o eecee.
1211109 8 7 6 1
I Micro Vial SN Method Name: M-4-10-08-160
| ' | ' | ' | ' | (I | V 7 5 ¥ 7 ; . : Modify Action
-100 -80 -60 -40 -20 0 20 40 80 80 100 Duration(s)
1. Place the sample and select corresponding position, Sample High Regular Low
. . . . concentration (2kV, 10s) (4kV, 10s) (8kV, 10s)
and then input sample information (optional).
Genomic DNA >50 ng/pl 2.5~50 ng/pl 0.5~2.5 ng/pl
Edit Clear All Save |~ Flip . . .. . .
|s.‘m\,wrmrm‘ e e 3. Sample Duration: adjust sample injection time to
ul . increase/decrease injection amount.
. *NOTE: Do not set the injection time over 20 sec.
LT T T T T T 1T 4. Runs: repetition time.
N Input samle information | 5. Separation Duration: adjust the duration to extend/reduce
Select sample position P | Gl H H
= the separation time.

*NOTE: Step 3-5 are optional.

2. Select the alignment marker and the analytic method .
6. Input the result name for result file.
on Method Selector.

o ethord selector < 7. Click “Para E . Choose to use (a) reference or (b)

Application & DN 2] ol (el t . k t d th | | ti
Analysis Type @ Quaiitatvg Sample Volume{x) :
Select the Alignment Marker
INIgnmanaﬂmr ~ [20-1kma1) |2n 1000 Reduce & Normal q hance 0 Calculate Flow X
Cartidge Type 53 | [Kitobase Cartridge(Shelf Life: 6 Monihs ) I~ Baseline Factor [5000 I™ Peak Smeothing [0
—_—— I PoskTeshod: [1000 " FeskDstoon: [
Sample Concentration ™ High (gDMA: >50 ngiul) & Regular (gDNA 25 ~ 50 nghul) © Low (gDNA: <2.5 ng/ul) I
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QDNA-2KV. Sample Injechon 4k 105 100p~50Kop Use AN(20-TK) only. -
Separation 2ky 12605 Bestresolution(Longer Time) | | Size marker Injection fme: [futo | sects)
ODNA-4KV Sample Injection 4kv 105 100p-50kdp Use AN(20-1K) only .
Separation kv 540s |
gDNA. Sample Injection 4kv 10s 100p~15kbp Up 1o 15kbp Genemic DNA [o70-Anatizer_tor_Gsep100Reterences3-4-C109400-20-15Km W Browse
Separation 4k 5405
Smear e E=EG - e
-4-10-02-1250 Sample Injection 4k 105 100p-15kbp ‘ 0 " "
Separation 2kv 12605 I PrakCailng | Browse
T-HVPUrge-08-120 Gel Refill with HY on for 1208 .
Select the analytic method - e [an
wanoe < s s
T-Purge-120 Gel Refill without HV for 1205
I~ Export Report
% High Voltage Purge ¢ Purge [~ Purge Modification
igh Voltage Purgs 9 £ o | cancet
Customized Method oK :

. X . *NOTE: To analyze sample over 15 kb, please use 20-1k paired with
*NOTE: The sizing range can reach 165 kb when 20-1k is used and paired

with C109700 size marker and “gDNA-2KV” and “gDNA-4kV” method
are selected.

C109700 size marker. C109700 must be run for every sequence when
“gDNA-2KV” and “gDNA-4kV” methods are used to get sizing result up to
165 kb.

H " ” H
*NOTE: Based on sample concentration to adjust injection condition. 8. Click “Run o Run | to start analysis.
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G. Result and Application
o Alignment Marker & Size Marker

20-15k & €109400 100-10000bp size marker
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Use the smear function to set up a user-defined threshold
for DNA Quality Number (DQN) calculation. DQN from 1-
10 can be used as a reference to check the integrity of

genomic DNA.
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H. Troubleshooting
Please ensure that the system is working well, and the operation

is following the instructions first.

Sometimes, there will be some residues left in DNA sample after
extraction. These residues might cause unstable current at
sample injection or separation steps. Here is a list of solutions

to help fix the occurrence.

1. Use dilution buffer to dilute the sample.

2. Centrifuge the sample for a while to make the residues
accumulate at the bottom of the tube.

3. Insert a “T-purge-120” method between several sample
runs. E.g., insert 1 run “T-Purge-120” every 5-10 sample

runs.

Sequence | Assayl

Sequence Open Save Save As |
Sample Sample Separation Add
Sl Position Method Duration Runs e Result Name Para —
1 |A-01A-02 lgDNA-4KV 10 1 540 Test E
None -l Delete ‘
|n i‘l’-Purge-120 ‘f) b i 4 E| w
3 |A-03A-0... gDNA-4KV 10 1 isan Le:r:e JE D'::;" ‘
e.g. Insert 1 run “T-Purge-120” every 5-10 sample runs *
[~ Micro Vial
I. Cartridge Discard
Please wear gloves before discarding cartridge.
Gel reservoir
Jmoce 1. Bend the cartridge tip.
02009041 .
fmnon 2. Open the cap on gel reservoir and

remove the inner cap.

3. Pour the gel into the chemical waste
container.

4. Cartridge can be thrown into the bin.

Cartridge tip
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